APPENDIX 1. Figure Al.1 Bioinformatic results from the 16S dietary metabarcoding
approach showing the number of reads at each step of the filtering process.

BIOINFORMATIC
PIPELINE

RAW DATA

9,874,628 reads

3

TRIMMED DATA

7,085,188 reads

3

MERGED DATA

3,010,097 reads (84.97%)

3

QUALITY
FILTERED DATA
3,010,097 reads

3

DEREPLICATED

DATA
150,973 reads

3

31,691 ASVS

(1147 OTUs)



